
Module Name indval p-value freq Domain Phylum Class Order Family Genus
10%C_xylan 2 0.28599242 0.009 Bacteria ProteobacteriaBetaproteobacteria Burkholderiales Oxalobacteraceae Massilia
10%C_xylose 3 0.54545455 0.002 Bacteria ProteobacteriaAlphaproteobacteriaRhizobiales Aurantimonadaceae Aureimonas
10%C_xylose 3 0.41375159 0.001 Bacteria ProteobacteriaAlphaproteobacteriaRhizobiales Rhizobiaceae Ensifer
10%C_xylose 3 0.40382206 0.002 Bacteria ProteobacteriaAlphaproteobacteriaRhizobiales ? ?
10%C_xylose 3 0.34509804 0.002 Bacteria ProteobacteriaAlphaproteobacteria? ? ?
10%C_xylose 3 0.2989011 0.001 Bacteria ProteobacteriaAlphaproteobacteriaRhizobiales Phyllobacteriaceae ?
2,4-D_xylan 6 0.21935484 0.038 Bacteria ProteobacteriaAlphaproteobacteriaRhodospirillales Acetobacteraceae Gluconacetobacter
cellulose 13 0.54545455 0.001 Bacteria ProteobacteriaAlphaproteobacteriaRhizobiales Bradyrhizobiaceae ?
cellulose 13 0.505 0.005 Bacteria ProteobacteriaAlphaproteobacteriaRhizobiales Rhizobiaceae Kaistia
cellulose 13 0.43705128 0.001 Bacteria ProteobacteriaAlphaproteobacteriaRhizobiales Rhizobiaceae ?
cellulose 13 0.42268804 0.004 Bacteria ActinobacteriaActinobacteria_(class)Micrococcales Microbacteriaceae Agromyces
cellulose 13 0.39642353 0.012 Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Ruminiclostridium_1
cellulose 13 0.31615617 0.001 Bacteria ProteobacteriaAlphaproteobacteriaRhizobiales Hyphomicrobiaceae Devosia
cellulose 13 0.26666667 0.031 Bacteria Chloroflexi Ktedonobacteria Ktedonobacterales HSB_OF53-F07 ?
cellulose 13 0.24137931 0.009 Bacteria ProteobacteriaAlphaproteobacteriaRhodospirillales Rhodospirillales_Incertae_SedisReyranella
cellulose 13 0.22724638 0.014 Bacteria ProteobacteriaAlphaproteobacteriaSphingomonadales Sphingomonadaceae Sphingomonas
cellulose 13 0.21928934 0.031 Bacteria ProteobacteriaAlphaproteobacteriaRickettsiales Rickettsiales_Incertae_SedisCandidatus_Odyssella
cellulose 13 0.17731959 0.039 Bacteria ProteobacteriaAlphaproteobacteriaRhizobiales Bradyrhizobiaceae Bradyrhizobium
chitin 14 0.62 0.001 Bacteria ProteobacteriaAlphaproteobacteriaRhodospirillales Rhodospirillaceae Skermanella
chitin 14 0.36571429 0.041 Bacteria BacteroidetesChitinophagia Chitinophagales Chitinophagaceae Chitinophaga
chitin 14 0.2816 0.024 Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium_sensu_stricto_8
gentamycin 22 0.57485549 0.001 Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium_sensu_stricto_12
gentamycin 22 0.41816147 0.001 Bacteria ProteobacteriaGammaproteobacteriaXanthomonadales Xanthomonadaceae Stenotrophomonas
gentamycin 22 0.36663293 0.001 Bacteria ProteobacteriaBetaproteobacteria Burkholderiales Comamonadaceae Variovorax
glycerol 26 0.20833333 0.028 Bacteria ProteobacteriaBetaproteobacteria Rhodocyclales Rhodocyclaceae ?
heat_n-acetylglucosamine 28 0.58064516 0.001 Bacteria Firmicutes Negativicutes Selenomonadales Veillonellaceae Propionispora
heat_n-acetylglucosamine 28 0.54714886 0.002 Bacteria Firmicutes Bacilli Bacillales Planococcaceae ?
heat_n-acetylglucosamine 28 0.53055706 0.002 Bacteria Firmicutes Bacilli Bacillales Paenibacillaceae Brevibacillus
heat_n-acetylglucosamine 28 0.50081729 0.003 Bacteria Firmicutes Bacilli Bacillales Paenibacillaceae Aneurinibacillus
heat_n-acetylglucosamine 28 0.43530079 0.001 Bacteria Firmicutes Bacilli Bacillales ? ?
heat_n-acetylglucosamine 28 0.38139535 0.015 Bacteria Firmicutes Negativicutes Selenomonadales Veillonellaceae ?
heat_n-acetylglucosamine 28 0.23496503 0.048 Bacteria Firmicutes Negativicutes Selenomonadales Veillonellaceae Sporomusa
heat_xylan 29 0.57503784 0.001 Bacteria ProteobacteriaBetaproteobacteria Burkholderiales Burkholderiaceae Cupriavidus
heat_xylan 29 0.52791642 0.009 Bacteria Firmicutes Bacilli Bacillales Paenibacillaceae Cohnella
heat_xylan 29 0.20149254 0.04 Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium_sensu_stricto_3
heat_xylose 30 0.08920366 0.004 Bacteria Firmicutes Bacilli Bacillales Paenibacillaceae Paenibacillus
late_xylan 33 0.27265472 0.001 Bacteria BacteroidetesSphingobacteriia Sphingobacteriales Sphingobacteriaceae Pedobacter
late_xylan 33 0.192 0.006 Bacteria ProteobacteriaAlphaproteobacteriaRhizobiales Methylobacteriaceae Methylobacterium
light_xylose 37 0.43699422 0.001 Bacteria ActinobacteriaActinobacteria_(class)Corynebacteriales Nocardiaceae Rhodococcus
pectin 43 0.56295791 0.005 Bacteria ProteobacteriaAlphaproteobacteriaRhizobiales Bradyrhizobiaceae Bosea
pH6_n-acetylglucosamine 48 0.33333333 0.011 Bacteria ProteobacteriaGammaproteobacteriaXanthomonadales Xanthomonadaceae Luteibacter
pH8_xylan 51 0.51739292 0.003 Bacteria ProteobacteriaAlphaproteobacteriaRhizobiales Rhizobiaceae Rhizobium
pH8_xylan 51 0.25 0.002 Bacteria ProteobacteriaAlphaproteobacteriaRhizobiales Hyphomicrobiaceae ?
potassiumnitrate 53 0.46105919 0.001 Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 ?
potassiumnitrate 53 0.37288929 0.001 Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium_sensu_stricto_1
potassiumnitrate 53 0.29071038 0.015 Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium_sensu_stricto_6
salt_glucose 57 0.56503497 0.001 Bacteria Firmicutes Bacilli Bacillales Bacillaceae Terribacillus
salt_glucose 57 0.32223615 0.001 Bacteria Firmicutes Bacilli Bacillales Bacillaceae Bacillus
salt_glucose 57 0.26666667 0.037 Bacteria VerrucomicrobiaSpartobacteria Chthoniobacterales Chthoniobacteraceae ?
salt_n-acetylglucosamine 58 0.55737705 0.001 Bacteria Firmicutes Bacilli Bacillales Bacillaceae ?
salt_n-acetylglucosamine 58 0.49459459 0.001 Bacteria ActinobacteriaActinobacteria_(class)Micrococcales Micrococcaceae Paeniglutamicibacter
salt_xylan 59 0.57272727 0.001 Bacteria ActinobacteriaActinobacteria_(class)Micrococcales Promicromonosporaceae?
salt_xylan 59 0.56103896 0.002 Bacteria ActinobacteriaActinobacteria_(class)Micrococcales Demequinaceae Demequina
salt_xylan 59 0.4 0.017 Bacteria ProteobacteriaAlphaproteobacteriaRhodospirillales Acetobacteraceae Acetobacter
salt_xylan 59 0.4 0.014 Bacteria ProteobacteriaGammaproteobacteriaAeromonadales Aeromonadaceae Aeromonas
salt_xylan 59 0.4 0.012 Bacteria PlanctomycetesPlanctomycetacia Planctomycetales Planctomycetaceae Zavarzinella
salt_xylan 59 0.39713604 0.01 Bacteria ActinobacteriaActinobacteria_(class)Micrococcales Microbacteriaceae Leucobacter
salt_xylan 59 0.34285714 0.042 Bacteria ProteobacteriaGammaproteobacteriaPseudomonadales Moraxellaceae Acinetobacter
salt_xylan 59 0.33333333 0.019 Bacteria CyanobacteriaML635J-21 ? ? ?
salt_xylan 59 0.28571429 0.02 Bacteria ProteobacteriaGammaproteobacteriaLegionellales ? ?
salt_xylan 59 0.28235294 0.004 Bacteria Deinococcus-ThermusDeinococci Thermales Thermaceae Thermus
salt_xylan 59 0.25 0.014 Bacteria ProteobacteriaAlphaproteobacteriaSphingomonadales Sphingomonadaceae Novosphingobium
salt_xylan 59 0.24690343 0.001 Bacteria ActinobacteriaActinobacteria_(class)Micrococcales Micrococcaceae ?
salt_xylan 59 0.24 0.037 Bacteria Chloroflexi Chloroflexia Kallotenuales AKIW781 ?
salt_xylan 59 0.22857143 0.042 Bacteria BacteroidetesSphingobacteriia Sphingobacteriales AKYH767 ?
salt_xylan 59 0.22159624 0.025 Bacteria AcidobacteriaHolophagae Acidobacteria_group_7b ? ?
salt_xylan 59 0.2159797 0.004 Bacteria ActinobacteriaActinobacteria_(class)Micrococcales Micrococcaceae Arthrobacter
salt_xylan 59 0.21538462 0.016 Bacteria Firmicutes Bacilli Lactobacillales Streptococcaceae Lactococcus
salt_xylan 59 0.21526718 0.014 Bacteria Firmicutes Bacilli Bacillales Bacillaceae Geobacillus
salt_xylan 59 0.2 0.046 Bacteria ProteobacteriaDeltaproteobacteriaMyxococcales Blfdi19 ?
salt_xylan 59 0.2 0.022 Bacteria Ca._Hydrogenedentes_(NKB19)? ? ? ?
salt_xylan 59 0.2 0.035 Bacteria ActinobacteriaActinobacteria_(class)Frankiales Sporichthyaceae ?
salt_xylan 59 0.18461538 0.042 Bacteria PlanctomycetesPhycisphaerae Phycisphaerales Phycisphaeraceae SM1A02
salt_xylan 59 0.18 0.047 Bacteria ActinobacteriaActinobacteria_(class)Micrococcales Intrasporangiaceae ?
salt_xylan 59 0.17959184 0.042 Bacteria Chloroflexi Chloroflexi_Subdivision_10Gitt-GS-136 ? ?
salt_xylan 59 0.17368421 0.049 Bacteria ActinobacteriaActinobacteria_(class)Propionibacteriales Nocardioidaceae Aeromicrobium
salt_xylan 59 0.16923077 0.044 Bacteria ActinobacteriaActinobacteria_(class)Pseudonocardiales Pseudonocardiaceae Pseudonocardia
salt_xylose 60 0.73543262 0.003 Bacteria ActinobacteriaActinobacteria_(class)Micrococcales Cellulomonadaceae ?
salt_xylose 60 0.59710843 0.004 Bacteria Firmicutes Bacilli Lactobacillales Carnobacteriaceae Desemzia
salt_xylose 60 0.41134752 0.002 Bacteria ActinobacteriaActinobacteria_(class)Micrococcales Bogoriellaceae Georgenia
salt_xylose 60 0.4 0.019 Bacteria ActinobacteriaActinobacteria_(class)Corynebacteriales Mycobacteriaceae ?
salt_xylose 60 0.3864 0.002 Bacteria ? ? ? ? ?
salt_xylose 60 0.32 0.024 Bacteria VerrucomicrobiaSpartobacteria Chthoniobacterales Xiphinematobacteraceae?
salt_xylose 60 0.28571429 0.026 Archaea EuryarchaeotaThermoplasmata Marine_Group_II ? ?
salt_xylose 60 0.28235294 0.009 Bacteria Chloroflexi S085 ? ? ?
salt_xylose 60 0.26666667 0.033 Bacteria GemmatimonadetesLongimicrobia Longimicrobiales ? ?
salt_xylose 60 0.26666667 0.049 Bacteria ProteobacteriaAlphaproteobacteriaRhizobiales MNG7 ?
salt_xylose 60 0.24 0.037 Bacteria Halanaerobiales_phylum_incertae_sedisHalanaerobiales_class_incertae_sedis? ? ?
salt_xylose 60 0.23111111 0.023 Bacteria ProteobacteriaAlphaproteobacteriaSphingomonadales ? ?
salt_xylose 60 0.16 0.046 Bacteria ProteobacteriaGammaproteobacteriaLegionellales Coxiellaceae Aquicella
soil_extract 61 0.99571818 0.001 Bacteria ProteobacteriaBetaproteobacteria Burkholderiales Comamonadaceae Polaromonas
soil_extract 61 0.99292035 0.001 Bacteria Bacteroidetes? ? ? ?
soil_extract 61 0.98534799 0.001 Bacteria VerrucomicrobiaVerrucomicrobiae Verrucomicrobiales Verrucomicrobiaceae Prosthecobacter
soil_extract 61 0.9817385 0.001 Bacteria ProteobacteriaAlphaproteobacteriaCaulobacterales Caulobacteraceae Caulobacter
soil_extract 61 0.9591195 0.001 Bacteria BacteroidetesChitinophagia Chitinophagales Chitinophagaceae Parafilimonas
soil_extract 61 0.95627502 0.001 Bacteria BacteroidetesChitinophagia Chitinophagales Chitinophagaceae ?
soil_extract 61 0.94029851 0.001 Bacteria ProteobacteriaAlphaproteobacteriaCaulobacterales Caulobacteraceae Phenylobacterium
soil_extract 61 0.9058663 0.001 Bacteria ProteobacteriaBetaproteobacteria Burkholderiales Comamonadaceae Hydrogenophaga
soil_extract 61 0.87220496 0.001 Bacteria BacteroidetesCytophagia Cytophagales Hymenobacteraceae Adhaeribacter
soil_extract 61 0.85106383 0.001 Bacteria BacteroidetesChitinophagia Chitinophagales Chitinophagaceae Terrimonas
soil_extract 61 0.80532213 0.001 Bacteria VerrucomicrobiaOpitutae Opitutales Opitutaceae Opitutus
soil_extract 61 0.79463087 0.001 Bacteria ProteobacteriaBetaproteobacteria Burkholderiales ? ?
soil_extract 61 0.79155798 0.001 Bacteria ProteobacteriaAlphaproteobacteriaCaulobacterales Caulobacteraceae Brevundimonas
soil_extract 61 0.78658537 0.001 Bacteria BacteroidetesChitinophagia Chitinophagales Chitinophagaceae Flavitalea
soil_extract 61 0.77419355 0.001 Bacteria FibrobacteresFibrobacteria Fibrobacterales Fibrobacteraceae ?
soil_extract 61 0.74074074 0.001 Bacteria BacteroidetesSphingobacteriia Sphingobacteriales NS11-12_marine_group?
soil_extract 61 0.72881356 0.001 Bacteria VerrucomicrobiaVerrucomicrobiae Verrucomicrobiales Verrucomicrobiaceae ?
soil_extract 61 0.69837134 0.001 Bacteria BacteroidetesChitinophagia Chitinophagales ? ?
soil_extract 61 0.68314607 0.001 Bacteria BacteroidetesChitinophagia Chitinophagales Chitinophagaceae Flavisolibacter
soil_extract 61 0.67741935 0.001 Bacteria VerrucomicrobiaVerrucomicrobiae Verrucomicrobiales Verrucomicrobiaceae Haloferula
soil_extract 61 0.65116279 0.001 Bacteria ArmatimonadetesFimbriimonadia Fimbriimonadales ? ?
soil_extract 61 0.64615385 0.001 Bacteria BacteroidetesSphingobacteriia Sphingobacteriales ? ?
soil_extract 61 0.59677419 0.001 Bacteria BacteroidetesSphingobacteriia Sphingobacteriales env.OPS_17 ?
soil_extract 61 0.59037433 0.001 Bacteria ProteobacteriaGammaproteobacteriaOceanospirillales Oceanospirillaceae Pseudohongiella
soil_extract 61 0.57142857 0.005 Eukaryota_(Chloroplast) ? ? ? ? ?
soil_extract 61 0.56407901 0.001 Bacteria BacteroidetesChitinophagia Chitinophagales Chitinophagaceae Taibaiella
soil_extract 61 0.5569161 0.001 Bacteria ActinobacteriaActinobacteria_(class)Micrococcales Microbacteriaceae ?
soil_extract 61 0.55384615 0.001 Bacteria ProteobacteriaAlphaproteobacteriaRhodospirillales Acetobacteraceae Roseomonas
soil_extract 61 0.53333333 0.001 Bacteria ProteobacteriaAlphaproteobacteriaRhodospirillales Rhodospirillaceae ?
soil_extract 61 0.47826087 0.001 Bacteria BacteroidetesCytophagia Cytophagales Cytophagaceae ?
soil_extract 61 0.47462687 0.001 Bacteria ArmatimonadetesFimbriimonadia Fimbriimonadales Fimbriimonadaceae ?
soil_extract 61 0.45454545 0.001 Bacteria ProteobacteriaAlphaproteobacteriaCaulobacterales Caulobacteraceae ?
soil_extract 61 0.42857143 0.001 Bacteria BacteroidetesCytophagia Cytophagales Cyclobacteriaceae ?
soil_extract 61 0.42019544 0.001 Bacteria VerrucomicrobiaSpartobacteria Chthoniobacterales Chthoniobacteraceae Chthoniobacter
soil_extract 61 0.41061947 0.001 Bacteria ProteobacteriaBetaproteobacteria Methylophilales Methylophilaceae ?
soil_extract 61 0.40540541 0.001 Bacteria ProteobacteriaGammaproteobacteriaXanthomonadales Xanthomonadales_Incertae_SedisAcidibacter
soil_extract 61 0.4 0.016 Bacteria ProteobacteriaAlphaproteobacteriaRhodospirillales Acetobacteraceae Acidocella
soil_extract 61 0.4 0.014 Bacteria ProteobacteriaAlphaproteobacteriaSphingomonadales 7B-8 ?
soil_extract 61 0.38730159 0.015 Bacteria ProteobacteriaAlphaproteobacteriaRickettsiales Rickettsiales_Incertae_Sedis?
soil_extract 61 0.38518519 0.009 Bacteria ProteobacteriaGammaproteobacteriaThiotrichales ? ?
soil_extract 61 0.36923077 0.001 Bacteria VerrucomicrobiaOpitutae Opitutales Opitutaceae ?
soil_extract 61 0.36923077 0.004 Bacteria ProteobacteriaAlphaproteobacteriaRhodospirillales I-10 ?
soil_extract 61 0.36363636 0.001 Bacteria BacteroidetesChitinophagia Chitinophagales Chitinophagaceae Ferruginibacter
soil_extract 61 0.35 0.002 Bacteria BacteroidetesSphingobacteriia Sphingobacteriales Sphingobacteriaceae ?
soil_extract 61 0.34749764 0.001 Bacteria VerrucomicrobiaOPB35_soil_group ? ? ?
soil_extract 61 0.34567901 0.001 Bacteria Chloroflexi Chloroflexi_Subdivision_2? ? ?
soil_extract 61 0.33913043 0.004 Bacteria BacteroidetesChitinophagia Chitinophagales Chitinophagaceae Segetibacter
soil_extract 61 0.3 0.024 Bacteria BacteroidetesCytophagia Cytophagales Cytophagaceae Rhodocytophaga
soil_extract 61 0.2970297 0.001 Bacteria ProteobacteriaAlphaproteobacteriaRhizobiales Phyllobacteriaceae Mesorhizobium
soil_extract 61 0.29333333 0.035 Bacteria PlanctomycetesPhycisphaerae Tepidisphaerales ? ?
soil_extract 61 0.29059829 0.004 Bacteria PlanctomycetesPlanctomycetacia Planctomycetales Planctomycetaceae Gemmata
soil_extract 61 0.28571429 0.033 Bacteria BacteroidetesSphingobacteriia Sphingobacteriales PHOS-HE51 ?
soil_extract 61 0.27485853 0.005 Bacteria PlanctomycetesPhycisphaerae Tepidisphaerales Tepidisphaeraceae ?
soil_extract 61 0.26666667 0.04 Bacteria ProteobacteriaAlphaproteobacteriaRhizobiales Xanthobacteraceae Starkeya
soil_extract 61 0.26666667 0.026 Bacteria PlanctomycetesPlanctomycetacia Planctomycetales Planctomycetaceae Rhodopirellula
soil_extract 61 0.25490196 0.008 Bacteria ProteobacteriaAlphaproteobacteriaRhizobiales Methylobacteriaceae ?
soil_extract 61 0.25490196 0.003 Bacteria BacteroidetesCytophagia Cytophagales Cytophagaceae Dyadobacter
soil_extract 61 0.24871795 0.01 Bacteria ProteobacteriaAlphaproteobacteriaRhizobiales Methylobacteriaceae Microvirga
soil_extract 61 0.24 0.047 Bacteria ProteobacteriaAlphaproteobacteriaRhizobiales Xanthobacteraceae Pseudolabrys
soil_extract 61 0.24 0.005 Bacteria ProteobacteriaDeltaproteobacteriaMyxococcales Sandaracinaceae ?
soil_extract 61 0.24 0.023 Bacteria BacteroidetesChitinophagia Chitinophagales Chitinophagaceae Niastella
soil_extract 61 0.19444444 0.041 Bacteria BRC1 ? ? ? ?
soil_extract 61 0.19 0.016 Bacteria GemmatimonadetesGemmatimonadetes_(class)Gemmatimonadales Gemmatimonadaceae Gemmatimonas
soil_extract 61 0.18604651 0.035 Bacteria ProteobacteriaAlphaproteobacteriaRhizobiales Xanthobacteraceae Variibacter
soil_extract 61 0.18 0.021 Bacteria GemmatimonadetesGemmatimonadetes_(class)Gemmatimonadales Gemmatimonadaceae Gemmatirosa
soil_extract 61 0.1682243 0.01 Bacteria ProteobacteriaAlphaproteobacteriaRhizobiales Xanthobacteraceae ?
streptomycin 62 0.79078038 0.001 Bacteria ProteobacteriaBetaproteobacteria Burkholderiales Burkholderiaceae Burkholderia-Paraburkholderia
streptomycin 62 0.78813056 0.001 Bacteria ProteobacteriaGammaproteobacteriaXanthomonadales Xanthomonadaceae Rhodanobacter
streptomycin 62 0.77419355 0.001 Bacteria ActinobacteriaActinobacteria_(class)Micrococcales Microbacteriaceae Leifsonia
streptomycin 62 0.76083916 0.001 Bacteria Firmicutes Bacilli Lactobacillales Lactobacillaceae Lactobacillus
streptomycin 62 0.6974359 0.001 Bacteria AcidobacteriaSolibacteres_(Acidobacteria_group_3)Solibacterales Solibacteraceae Ca._Solibacter
streptomycin 62 0.6 0.001 Bacteria ProteobacteriaGammaproteobacteriaXanthomonadales Xanthomonadaceae Dyella
streptomycin 62 0.6 0.001 Bacteria BacteroidetesBacteroidetes_vadinHA17? ? ?
streptomycin 62 0.55782019 0.001 Bacteria ProteobacteriaAlphaproteobacteriaRhizobiales Phyllobacteriaceae Phyllobacterium
streptomycin 62 0.4 0.014 Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Roseburia
streptomycin 62 0.4 0.012 Bacteria BacteroidetesBacteroidia Bacteroidales Porphyromonadaceae Paludibacter
streptomycin 62 0.4 0.014 Bacteria BacteroidetesSphingobacteriia Sphingobacteriales Lentimicrobiaceae ?
streptomycin 62 0.35555556 0.008 Bacteria BacteroidetesBacteroidia Bacteroidales Prolixibacteraceae BSV13
streptomycin 62 0.23560732 0.011 Bacteria ProteobacteriaGammaproteobacteriaXanthomonadales Xanthomonadaceae ?
streptomycin 62 0.22608696 0.005 Bacteria ProteobacteriaAlphaproteobacteriaRhodospirillales Rhodospirillaceae Inquilinus
xylose 66 0.18600368 0.001 Bacteria ActinobacteriaActinobacteria_(class)Micrococcales Micrococcaceae Paenarthrobacter

Supplemental Table 4. Indicator species analysis (set to "genus" level) for full dataset. Analysis was conducted using the 'indval' function within the 'labdsv' package in R using default parameters. Data generated includes 
'indval' (indicator value; this value is a product of relative abundance and frequency, and serves as a measure of exclusivity for a given taxon within a group), 'p-value' (significance of the aforementioned indicator value, and 
'freq' (relative frequency of the taxon across all replicates for a module). Only indicator genera with p-value less than 0.05 were retained.


